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Hereditary qualities and Molecular Biology Conference Committee is 
happy to report "Worldwide Conference on Genomics and 
Sequencing Analysis" January 16-17, 2021 in Lisbon, Portugal by 
center around the subject: "Genetics and Sequencing Analysis" 
Genomics 2021 advancements are keeping up their energy. 
Hereditary qualities and molecular biology conference program dives 
into the key dialogs. 

Genomics 2021 young scientist awards 

Hereditary qualities and Molecular Biology Conference Committee is 
expected to respect renowned honour for capable young analysts, 
researchers, young investigators, post-Graduate understudies, post- 
doctoral colleagues, trainees, junior personnel in acknowledgment of 
their exceptional commitment towards the meeting topic. The Young 
Scientist Awards bend over backward in giving a solid expert 
advancement open door for early profession academicians by meeting 
specialists to trade and share their encounters on all parts of Genetics 
and Molecular Biology. 

Hepatitis is a dreadful condition of inflammation of the liver tissue. 
Chronic infection with hepatitis B virus (HBV) is one of the most 
widespread causes of liver cirrhosis and primary liver cancer. Genome 
sequencing of virus has become a useful tool for better understanding 
of virus pathogenicity and epidemiological surveillance. Virus 
genome sequences can also identify unique genetic changes shared by 
all those infected in a single virus transmission chain. 

This can be used to distinguish whether two clusters of cases in the 
same area have arisen because one started infection in the other, or 
because there were two distinct and independent chains of 
transmission with separate, earlier origins. Obtaining virus genome 
sequence directly from clinical samples is still a challenging task due 
to the low load of virus genetic material compared to the host DNA, 
and to the difficulty to get an accurate genome assembly. 

This analysis of virus genomics and sequencing helps a lot for the 
upcoming researchers for their further research works prominently. 

The graph shows the development and efficiency of genomics and 
sequencing analysis in the future. There are many research works 
concentrating on the development of genomics and sequencing. The 
increase in the levels of the genomic sequencing results in the prior 
development of virus genomics. 

 
 
 
 
 
 
 
 
 
 

 

Youthful Research's Awards at Genomics 2021 for the Nomination: 
Young Researcher Forum-Outstanding Masters/Ph.D./Post Doctorate 
theory work Presentation, just 25 introductions satisfactory at the 
Genomics 2021 youthful research discussion. 

Contact Name: Evy Manro 
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