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Abstract

The purpose of this study was to determine whether the Low-Density Lipoprotein (LDL) receptor could be directly
regulated by high glucose (HG) in human hepatocyte-like C3A cells. C3A cells were cultured in a medium
supplemented with BD™ MITO+ serum extender (MITO+ medium), a serum-free, cholesterol deficient medium. We
found that HG reduced receptor mRNA levels without significantly affecting overall or plasma membrane receptor
protein expression. Interestingly, these effects were also seen in the presence of low glucose + high mannitol (LG
+HM). LDL receptor protein synthesis, protein degradation, and receptor function (LDL internalization) were
increased by HG and LG+HM. However, no changes in protein expression of proprotein convertase subtilisin kexin
type 9 (PCSKO9) or the inducible degrader of LDL receptors (IDOL), the known degraders of the LDL receptor, were
seen under the same conditions. These results implied that the effects of HG and LG+HM on the expression/
function of the LDL receptor were mostly due to an osmotic stress induced by the high levels of these
monosaccharides. Further studies are required to determine how other factors found in diabetic patients, such as
high cholesterol and/or high fatty acid levels, may influence the osmotic- dependent regulation of the LDL receptor

expression/function due to hyperglycemia.

Keywords: LDL; LDL receptor; Hyperglycemia; PCSK9; IDOL;
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Abbreviations

LDL-Low-Density Lipoprotein; HG-High Glucose; PCSKO9,
proprotein convertase subtilisin kexin type 9; IDOL, Inducible
Degrader of LDL receptors; HDL- High Density Lipoprotein; VLDL-
Very Low Density Lipoprotein; LCAT- Lecithin- Cholesterol Acyl
Transferase; LG-DMEM- Low Glucose Dulbecco’s Modified Eagle’s
Medium; FBS- Fetal Bovine Serum; LXR- Liver X Receptor; HPG-
Homopropargylglycine; IC- Intracellular; PM- Plasma Membrane;
ANOVA- Analysis Of Variance.

Introduction

It is well-known that insulin is the hormone that stimulates cellular
absorption and utilization of glucose [1]. Whenever insulin is missing
or does not act as it should, as in the case of diabetes mellitus, glucose
accumulates in the bloodstream of patients causing several
complications [1]. One of these complications from diabetes is
atherosclerosis, the major cause of death and disability in the United
States [2,3]. Problems associated with diabetes that lead to the
formation of the atherosclerotic plaque include 1) endothelial
dysfunction, 2) platelet hyperactivation, and 3) dyslipidemia
[decreased High Density Lipoprotein (HDL)-cholesterol levels,
increased Very Low Density Lipoprotein (VLDL) overproduction, and
increased levels and oxidation of small dense LDL particles] [4,5].
High levels of LDL-cholesterol in the serum of diabetic patients are
considered a great concern due to the atherogenicity of this
lipoprotein particle [6,7]. Indeed, measuring LDL particle number has

been proposed as a marker for assessing the risk of developing type 2
diabetes mellitus or cardiovascular disease in patients with metabolic
syndrome [7]. It has been suggested that hyperinsulinemia alone is
what causes the dyslipidemia seen in diabetic patients, especially in
type 1 diabetes [8,9]. Insulin inhibits VLDL production in the liver and
activates lipoprotein lipase in adipose tissue resulting in increased
degradation of chylomicrons and VLDL particles [8,9]. Furthermore,
this hormone plays an important role in HDL metabolism since it
activates Lecithin-Cholesterol Acyl Transferase (LCAT) [8]. Insulin
also appears to enhance LDL degradation through activation of the
hepatic LDL receptor [8,10]. Thus, the absence of insulin contributes
to an increase in LDL levels by causing an enhancement in LDL
synthesis and a decrease in LDL degradation [8,9]. Similar effects on
LDL synthesis and degradation have been reported as a result of
insulin-resistance, which is characteristic of type-2 diabetes [11].
Insulin is also critical in maintaining the integrity of the endothelium,
and consequently, it prevents the entering of LDL particles into the
intima counteracting the formation of atherosclerotic plaques [5,12].

Independently of this apparent association between insulin levels
and the activity of the hepatic LDL receptor, there is still a question of
whether this receptor could be directly regulated by glucose levels. The
purpose of this study was to answer this question by examining
theeffects of high levels of glucose on the expression and function of
the LDL receptor in the human hepatocyte-like C3A cell line.
Interestingly, most of the effects seen appeared to be dueto osmotic
stress, since mannitol was as effective as glucose in regulating the
expression/function of the LDL receptor.
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Materials and Methods

C3A cell culture

Human hepatocyte-like C3A cells (American Type Culture
Collection, Manassas, VA) were maintained at a density of 7 x 108 cells
per 75-cm? flask in low glucose (5.55 mM) Dulbecco’s modified
Eagle’s medium (LG-DMEM; Invitrogen; Carlsbad, CA) supplemented
with 10% Fetal Bovine Serum (FBS) and antibiotics at 37°C under
humidified atmosphere and 5% carbon dioxide. For experiments, cells
were set in maintaining medium and incubated for 24 hours. Then, the
medium was changed to LG-DMEM medium (also 5.55 mM glucose)
where FBS has been replaced with 1 ml/L of BDTM MITO + serum
extender (MITO+ medium). Supplementing the medium with BDTM
MITO + serum extender, which is composed of low levels of growth
factors, hormones and other nutrients that allow cells to grow under a
serum-free condition, did not cause detectable morphological and/or
growth changes in our cells [13]. Cholesterol levelsin FBS and BDTM
MITO + serum extender (BD Biosciences; Sparks, MD) were
determined using the Pointe Scientific Cholesterol Oxidase Assay
(Fisher Scientific; Pittsburgh, PA). The MITO+ medium was used in
these studies as a serum-free, lipid/cholesterol deficient medium
(cholesterol concentration of the serum: MITO+ = 0.2625 mg/dL
versus FBS = 18.99 mg/dL). Incubation in MITO+ medium was
carried out for an additional 24 hours. Treatments with low glucose
(5.55 mM; LG), high glucose (27.75 mM; HG), and low glucose + high
mannitol (5.55 mM and 22 mM, respectively; LG+HM) were carried
out for 24 hours or 6 days. The confluency of the cells at the time of
harvesting was maintained between 70-85%. For cycloheximide
experiments, in addition to treating with glucose and mannitol, cells
were incubated with cycloheximide using the doses and incubation
periods indicated in the result section. In some experiments, medium
samples were collected prior to harvesting cells to determine secreted
proprotein convertase subtilisin kexin type 9 (PCSK9) levels using
ELISA (R&D Systems; Minneapolis, MN).

RNA preparation and quantitative real-time PCR

Total RNA was prepared using TRI Reagent (Molecular Research
Center; Cincinnati, OH) and further purified using the RNeasy Min
Elute Cleanup kit (Qiagen; Valencia, CA). Concentration and purity of
RNA samples were determined using a Nanodrop 2000. Integrity of
RNA samples was confirmed using electrophoresis. RNA samples were
DNase I treated and reverse transcribed using standard methods. Real-
time PCR reactions were performed using 100 ng of ssDNA, the
Applied Biosystems SYBR green PCR Master Mix, and the AB real-
time PCR system (Applied Biosystems; Foster City, CA). Human LDL
receptor and 18s rRNA specific primers were obtained from SA
Biosciences (Frederick, MD). The sizes of PCR fragments that were
amplified were 87 and 100 bp, respectively. The parameters for PCR
were: denaturation at95°C for 10 minutes, followed by 45 cycles of
denaturation at 950C for 30 seconds, annealing at 60°C for 15 seconds,
and extension at 72°C for 30 seconds. Quantitation was performed
using the Comparative CT method [14].

Preparation of cell lysates and Western blotting analysis

Lysates were prepared using ice-cold RIPA buffer (25 Mm Tris-
HCI, pH 7.6, 150 mMNaCl,1% NP-40, 1% sodium deoxycholate, 0.1%
SDS, and protease and phosphate inhibitors) according to the
manufacturer’s recommendations (Pierce; Rockford, IL). Protein

concentrations were determined using the BCA protein assay (Pierce).
Equivalent amounts of proteins were denatured in reducing sample
buffer (Pierce) at 70°C for 5 minutes and subjected toelectrophoresis
on precast 4-20% SDS-PAGEs (Pierce). Electro blotting onto
nitrocellulose membranes, staining with 0.1% Ponceau S (in 5% acetic
acid) to verify protein loading, and Western blotting analysis were
performed at that point. Primary antibodies used herein were rabbit
anti-LDL receptor (diluted 1:2000; see acknowledgements), mouse
anti-PCSK9 (diluted1:1000; Cayman Chemicals; Ann Arbor, MI),
rabbit anti-inducible degrader of LDL receptors (IDOL) (diluted
1:1000; Pierce), and goat anti-actin (diluted 1:250; internal control;
Santa Cruz Biotechnology; Santa Cruz, CA). Primary antibodies
bound to membranes were detected using HRP-labeled secondary
antibodies (Santa Cruz Biotechnology) and the Super Signal West Pico
chemiluminescence substrate (Pierce). Multiple exposures ranging
from 0.5 s to 20 minutes and quantitation of the exposures were made
using a Kodak Image Station 4000R Pro Imaging System and the
Kodak Molecular Imaging software (New Haven, CT).

Immunofluorescence microscopy

Cells plated in collagen-coated 12-well plates (Fisher Scientific)
were treated with LG and HG in MITO+ medium for 24 hours.
Fixation (3.5% paraformaldehyde/PBS), permeabilization (0.1% Triton
X-100/PBS), and blocking (Rockland blocking buffer; Gilbertsville,
PA) were carried out using standard methods. Incubation with the
mouse clone C7 anti-LDL receptor antibody (American Type Culture
Collection) diluted at 4 ng/ul in blocking buffer/0.1% Tween20 was
carried out overnight at 4°C. After washing with PBS/0.1% Tween 20,
anti-mouse alexafluor 488 antibody diluted 1:400 in PBS/0.5%
Tween-20 was added followed by incubation for 1 hour at room
temperature. After washing again, images were collected with an
Olympus IX51 confocal microscope (Olympus; Center Valley, PA)
equipped with an Olympus LUCPlanFLN, 4X/0.6 Ph2, o/0-2/FN22,
UIS2 objective. The frame size was 800 x 560, monol2bit, 1.10pm/px
calibration. Quantitation of fluorescence was carried out using the
NIS-Elements Br Microscope Imaging Software (Nikon; Melville, NY)
and/or by reading in a BMG Labtech PHERA star TM 5 fluorescent
plate reader with excitation 465-495 nm and emission 515-555 nm for
alexafluor 488. Nuclei staining (internal control) were done with
Hoeschst 33342 using standard methods. Hoeschst staining was
quantitated as described for alexafluor 488 but using excitation
340-380 nm and emission 435-485 nm.

Tetrazolium-based colorimetric assay (MTT)

Cell viability was determined using the MTT cell proliferation
assay. For this, 1 x 10* C3A cells/well were seeded onto 96-well plates
in 100 ul of maintaining medium. After 16 hours of adherence, cells
were changed to MITO+ medium and incubated for another 24 hours.
At that point, cells received the following MITO+ media: NG (no
glucose or mannitol), LG (5.55 mM), LM (no glucose; 5.5 mM
mannitol), HG (27.75 mM glucose), HM (no glucose; 27.5 mM
mannitol), and LG+HM (5.5 mM glucose; 22 mM mannitol). Some
cells were incubated in maintaining medium (MMe; 555 mM
glucose). Cells were incubated in these treatments for exactly 24 hours.
Cells were exposed to the MTT dye (5 mg/mL) for 2 hours at 37°C.
The resulting formazan crystals were solubilized with dimethyl
sulfoxide, and the absorbance wasmeasured at 540 nm with a BMG
Labtech PHERA star TM plate reader.
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Calculation of Osmotic Pressure

The osmotic pressure (IT) at 37°C for each medium based on
glucose/mannitol concentration was calculated using the Morse
equation [15]:

II=IMRT

I - van't Hoff factor (1 was used for glucose and mannitol)
M - concentration of glucose and/or mannitol (mol.L-1)
R - Gas constant (0.08205746 L.atm.K!.mol 1)

T - Temperature (310 K - corresponding to 37°C)

Nascent protein synthesis studies

LDL receptor protein synthesis was measured using a modification
of the Click-IT method from Invitrogen [16,17]. Briefly, cells treated
with LG, HG, and LG+HM for 24 hours or 6 days were incubated with
methionine-free MITO+ medium (Invitrogen) with treatments for 1
hour at 37°C. At that point, 50 uM of Click-IT L-homopropargyl
glycine (HPG; alkyne) was added, andcells were incubated for an
additional 4 hours to allow nascent protein synthesis. Cell lysates were
prepared using immunoprecipitation buffer (0.25 M sucrose, 0.05%
SDS, 1% triton X-100, 0.5% sodium deoxycholate, 0.32 M NaCl, 2mM
CaCl,, and protease inhibitors). Protein concentrations were measured
using the BCA assay. Eight hundred pg of total proteins were
incubated overnight at 4°C with 10 pg of the mouse C7 anti-LDL
receptor antibody in dilution buffer (1 mg/mL BSA, 0.1% triton X-100,
1 mM Tris-HCI, pH 8.0, 140 mM NaCl, and protease inhibitors). At
that point, 50 pl of protein A/G magnetic beads was added, and the
samples were incubated for an additional 2 hours at room
temperature. Beads were pulled to the side of the tube using a
magnetic stand. After discarding the solution, the beads were washed
two times with dilution buffer and resuspended in 100 pl of 0.1 M
Glycine pH 2.0. Elution of the proteins/antibody complex was
completed by incubating at room temperature for 10 minutes. After
applying magnetic field to pull beads to the side of the tube, the
solution was transferred to a fresh tube containing 15 pl of 1 M Tris-
HCI pH 8.5. The modified (newly synthesized) LDL receptor protein
was detected with alexafluor 647 (azide) and the Click-IT protein
reaction buffer kit from Invitrogen. Alexafluor 647 labeled proteins
were then detected using the Li- COR infrared scanner with
microplate settings, sensitivity of 5 and resolution of 169 um in the700
nm wavelength channel. Quantitation of the images was performed
using the Li-COR software. Western blotting analysis of total LDL
receptor protein was performed using a rabbit anti-LDL receptor
antibody as described above.

Bodipy-LDL internalization studies

After treatment for 24 hours, cells were incubated on ice for 20
minutes to stop cycling of the LDL receptor. At that point, 5 pug/ml of
bodipy-LDL (Invitrogen) was added to some of the wells. LDL binding
was allowed by incubating for 1 hour at 4°C. Plates were then
transferred to 37°C and incubated for exactly 45 minutes to allow
internalization of LDL. Cells were washedtwice with ice-cold PBS and
suspended by gently scraping into PBS/2 mM EDTA. Bodipy-LDL
binding and internalization data was collected using the BD FACSAria
Cell Sorter system (BD Biosciences). This flow cytometer is equipped
with a 488 nm laser (exciting probe) and a FITC emission channel,
FL1 (505 LP, 530/10 BP), which were used to detect bodipy.

Percentage fluorescent cells were defined as the percentage of cells
within each subpopulation with fluorescence intensity exceeding that
of the maximum level of autofluorescence of unlabeled cells in the
same subpopulation. Mean fluorescence intensities were recorded for
10,000 events for each experiment. In some experiments, mouse clone
C7 anti-LDL receptor antibody (50pg/ml) was added to some well
prior to adding bodipy-LDL. This antibody is used to prevent
internalization of LDL via the receptor [18].

Cell Surface Biotinylation studies

After treating for 6 days, cells were cooled on ice for 30 minutes to
stop cycling of the receptor and washed three times with ice-cold PBS.
Biotinylation of plasma membrane proteins was carried by incubating
cells for 2 hours at 4°C with 0.5 mg/mL of the membrane impermeable
sulfo-NHS-SS-biotin  (Sulfosuccinimidyl-2-(biotinamido)-ethyl-1,3'-
dithiopropionate) dissolved in PBS. At that point, cells were washed
once with 100 mM Tris-HCI, pH 7.7, followed by incubation in a fresh
aliquot of 100 mMTris-HCI, pH 7.7, for 30 minutes at 4°C, to quench
any residual biotin reagent. After washing twice in ice-cold PBS, cell
extracts were prepared in immunoprecipitation buffer as described for
the nascent protein synthesis studies. Two different methods were
employed to identify biotinylated (plasma membrane) LDL receptors.
For method#1, 400 pug of cell lysates were mixed with 100 pl of 50%
streptavidin-magnetic beads in dilution buffer. Samples were
incubated overnight at 40C with rotation. On the next day, the
reactions were removed from the rotator and placed on a magnetic
stand to pellet beads to the side of the tube. The supernatant
(containing non-biotinylated proteins; intracellular proteins; IC) was
analyzed by Western blotting using the rabbit anti-LDL receptor
antibody. Magnetic beads (containing biotinylated proteins; plasma
membrane; PM) were washed twice in dilution buffer and once in
washing buffer (10 mMTris-HCI, pH 8.0, 140 mM NaCl, and protease
inhibitors). After the last wash, the beads were resuspended in 50 pL of
50 mM DTT (cleave the biotin group releasing the protein) and heated
at 50°C for 30 minutes to elute proteins. After briefly spinning,
samples were placed on the magnetic stand to pellet beads and remove
supernatant (eluted proteins - no longer biotinylated; plasma
membrane protein; PM). Western blotting analysis was once again
carried out using the rabbit anti-LDL receptor antibody. Staining with
Ponceau solution was used to correct for equal loading of PM proteins
into each well. Probing with goat anti-actin demonstrated that this
intracellular protein was only detected in the IC group (data not
shown). For method #2, 400 pg of cell lysates were incubated overnight
at 4°C with 5ug of the mouse C7 anti-LDL receptor antibody in
dilution buffer. Next, 50 pl of protein G/A magnetic beads were added,
and the samples were incubated for an additional 2 hours at room
temperature. Beads were pulled to the side of the tube using a
magnetic stand. After discarding the solution, the beads were washed
two times with dilution buffer and resuspended in 100 pl of 0.1 M
Glycine pH 2.0. Elution of the protein/antibody complex was
completed by incubating at room temperature for 10 minutes. After
applying magnetic field to pull beads, the solution was transferred to a
fresh tube containing 15 pl of 1 M Tris-HCI pH 8.5. Western blotting
analysis was carried out using avidin-HRP to determine biotinylated
(PM) LDL receptor levels. Western blotting analysis using the rabbit
anti-LDL receptor antibody was carried to correct for total LDL
receptor proteins loaded into each well.
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Statistical analysis

Data from the individual parameters were compared by analysis of
variance (ANOVA) followed by Student-Newman-Keuls multiple
comparison test or t-test, when applicable, using the Graph Pad Prism
5 software (Graph Pad Software, Inc., La Jolla, CA). A p<0.05 was
considered significant for all tests.

Results and Discussion

We started by determining whether high glucose levels directly
affected the expression and function of the LDL receptor in the HepG2
derived cell line, C3A. These cells were selected for our studies
because, unlike HepG2, C3A retains many of the properties of the
normal human hepatocytes, which include 1) strong contact inhibition
of growth at confluency, 2) high expression of albumin, and 3) an
ability to grow in glucose deficient medium [19]. Other advantages of
using C3A cells over HepG2 are that they are composed of a
homogenous population of cells and that their phenotype can be
maintained indefinitely [19].

For experiments, cells were cultured in low-glucose (LG; 5.55 mM)
MITO+ (serum- free/cholesterol deficient) medium for 24 hours
before adding treatments. At this point, some flasks received
additional glucose up to 27.75 mM (high glucose; HG) or 22 mM
mannitol (osmotic control; LG+HM). It is important to mention that
this high concentration of glucose is similar to the concentration used
in previous studies to induce hyperglycemia in vitro [20,21] but lower
than the amount of glucose (35 mM or higher) known to cause
apoptosis in HepG2 cells [22]. Media supplemented with LG, HG, or
LG+HM were replaced every two days. Cells were harvested on the 6th
day of treatment and used for determinations of LDL receptor mRNA
levels. As illustrated in Figure 1A, HG medium resulted in a 71.6%
(p<0.0001) reduction in receptor mRNA expression. A reduction
(36%; p<0.001) in receptor mRNA levels in response to HG was seen
as soon as 24 hours (data not shown). Interestingly, a significant
reduction inreceptor mRNA levels was also observed in the presence
of LG+HM medium (73.7%; p=0.0004; Figure 1A).

The next step was to investigate whether the decrease in receptor
mRNA levels in response to HG and LG+HM would correlate with a
corresponding reduction in LDL receptor proteinexpression. For this,
C3A cells were treated as indicated above and analyzed for receptor
protein levels wusing Western blotting (Figure 1B) and
immunofluorescence microscopy (Figure. 1C). Surprisingly, no
significant differences in LDL receptor protein expression were
observed in Western blotting (p=0.6626 for HG and p=0.0934 for LG
+HM; Figure 1B) or immunofluorescence microscopy (p=0.765 for
HG; Figure 1C). Similar results were obtained in cells incubated with
the treatments for 24 hours.

One surprising finding was that adding extra mannitol had the
same effect on the regulation of the LDL receptor mRNA and protein
expression than adding extra glucose. This brought forward the
possibility that the effects seen were mostly due to an osmotic stress
upon the cells rather than a glucose-specific effect. As shown in Figure
2, the osmotic pressure of MITO+ medium supplemented with either
HG or LG+HM was five times higher than the osmotic pressure of
MITO+ medium containing LG. Thus, the experiments were repeated
including other controls like no glucose or mannitol (NG), low
mannitol without glucose (LM), and High Mannitol without glucose
(HM). Interestingly, it was noticed that most cells grown in absence of
glucose, even if mannitol was present, died during the first 24 hours of

treatment. MTT assays were then carried out to measure the viability
of cells grown in different media. As depicted, growing cells in NG,
LM, and HM media significantly (p<0.0001) reduced the viability of
the cells by 86.6, 90.6, and 80.4%, respectively (Figure. 2), possibly to
starvation of the cells due to the lack of glucose and lipids. Reductions
in cell viability were also observed in presence of HG (3.5%) and LG
+HM (9.3%) media, but these reductions were statistically
insignificant (p=0.805 and p=0.613, respectively) when compared to
cells grown in LG medium (Figure 2). These results suggest that the
effects of HG and LG+HM on LDL receptor expression may be
induced by osmotic stress.
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Figure 1: Effects of high glucose and high mannitol on LDL
receptor expression in C3A cells. Treatments with low glucose (LG;
5.55 mM), high glucose (HG; 27.75 mM), and LG + high mannitol
(LG+HM; mannitolconc = 22 mM) were carried out for 6 days. (A)
Analysis of mRNA by quantitative real-time PCR. Data are
presented as mean + standard error of the mean (SEM; n=7 for LG
and HG; n=3 for LG+HM). (B) Western blotting analysis of protein
expression. Typical blots for the LDL receptor and actin are shown.
Blots were quantitated, and the receptor signal was corrected using
the internal control actin. Data (mean + SEM) are from n=12 for
LG and HG, and from n=6 for LG+HM. (C) Immunofluorescence
analysis of protein expression. Typical microscope images and
quantitated results (mean + SEM; n=5 for both treatment groups)
for LG and HG are shown.

Since the data suggested a dissociation between LDL receptor
mRNA and protein responses to HG and LG+HM, we speculated that
to compensate for the low mRNA levels while maintaining receptor
protein expression constant, the treatments must either increase the
translational efficiency of the receptor mRNA, decrease the
degradation rate of the receptor protein, or both. To start examining
the first possibility, nascent protein synthesis studies were done. Figure
3A illustrates the infrared readings of alexafluor 647 labeled (newly
synthesized) LDL receptors at 24 hours with the three treatments.
Confirmation that the alexafluor 647signal corresponded to LDL
receptor protein was done using Western blotting analysis (Figure 3B).
As shown in Figure 3C, at 24 hours, the LDL receptor protein
synthesis was significantly increased 2.14- (p=0.0208) and 2.56-fold
(p=0.0462) by HG and LG+HM, respectively. After 6 days of
treatment, the levels of LDL receptor protein synthesis were
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comparable to that of the LG sample (p=0.1159 for HG; p=0.1420 for
LG+HM). These data indicated that in the presence of HG and LG
+HM, the receptor mRNA was translated 4.5 and 4.74 times,
respectively, more efficiently than in the presence of LG.

LG. These results suggest that the HG- and LG+HM-dependent
increases in LDL receptor protein synthesis were sufficient to
compensate for the low LDL receptor mRNA levels and the increases
in receptor protein degradation.
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Figure 2: Effects of glucose and mannitol on the viability of C3A
cells. Treatments with maintaining medium (Me; 5.55 mM
glucose), no glucose MITO+ medium (NG), low glucose MITO+
medium (LG; 5.55 mM glucose), low mannitol MITO+ medium
(LM, 5.55 mM mannitol; no glucose), high glucose MITO+
medium (HG, 27.75 mM glucose), high mannitol MITO+ medium
(HM, 27.75 mM mannitol; no glucose), and high mannitol with low
glucose MITO+ medium (LG+HM, 5.55 mM glucose and 22 mM
mannitol) were carried out for 24 hours. Typical data collected
using the MTT assay are presented as mean percent survival + SEM
for n=12 per treatment group. P values were obtained by
comparing to the viability in the presence of maintaining medium.
The osmotic pressure (IT) at 37°C based only on glucose/mannitol

concentration was calculated as described under Methods.

The second possibility was tested by performing cycloheximide
studies. For this, determinations of the appropriate dose of
cycloheximide and incubation time with this inhibitor of protein
synthesis to be used in these studies were carried out first. Figure 4A
illustrates the results for the dose-response experiment in LG. As
shown, all three concentrations of cycloheximide between 100 uM and
1 mM caused reductions in LDL receptor proteinexpression between
75 and 83%, respectively. Of these concentrations, 100 uM was
selected for the time course experiment because it was the only dose
that did not cause a significant decrease in cell viability (p=0.4286)
(data not shown). 500 uM and 1 mM of cycloheximide significantly
(p<0.01) reduced cell viability by 64.3 and 39.7%, respectively (data
not shown).

The results of the time-course study in LG are shown in Figure 4B.
As depicted, the reduction in LDL receptor protein expression as a
result of cycloheximide treatment was time dependent. This was
confirmed in the graph shown in Figure 4C. From the plot, it was
estimated that the half- life of the LDL receptor protein in C3A cells
grown in LG, for 6 days, was 5 hours. Studieswere also performed in
HG and LG+HM (Figure 4D). For this experiment, cells were treated
with LG, HG, and LG+HM for 6 days and then, with and without 100
uM of cycloheximide for 5 hours. Surprisingly, HG and LG+HM
decreased the amount of LDL receptor protein remaining at 5 hours by
60.3% (p=0.0014) and 57.6% (p=0.0024), respectively, as compared to
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Figure 3: Effects of HG and LG+HM on LDL receptor protein
synthesis. Treatments were carried out for 24 hours and 6 days as
indicated. (A) Infrared image (700 nm channel) of alexa flour 647-
labeled (newly synthesized) LDL receptor protein from cells treated
as indicated for 24 hours. (B) Western blotting analysis (WB) of
total LDL receptor protein and infrared image (IR) of alexafluor
647-labeled receptor proteins for the same samples (LG).
Quantitated results of newly synthesized LDL receptor protein
from cells treated for 24 hours (C) and 6 days (D). In both (C) and
(D), data are presented as mean + SEM (n=3).

Thus far, two proteins have been implicated in the degradation of
the LDL receptor protein, proprotein convertase subtilisin kexin type 9
(PCSK9) and the inducible degrader of LDL receptors (IDOL) [23-26].
PCSKO9 is a convertase that interacts with the EGF-A repeat of the LDL
receptor at the surface of hepatic cells, and as a result, the receptor is
directed to the lysosome to be degraded [23,24]. IDOL (or as also
called, Mylip), on the other hand, works by enhancing the
ubiquitination of the LDL receptor at the sequence 830KTTE, which
also leads todegradation of the receptor also in the lysosomes [25,26].

Based on this information, the next step was to examine whether
the expression of PCSK9 and/or IDOL could be altered by HG and LG
+HM. As shown in Figure 5A, HG had no significant effects on the
expression of PCSK9 protein, intracellularly (p=0.8260 for precursor;
p=0.7324for mature) or in the medium (p=0.1504), when compared to
LG. Likewise, no significant changes in the protein levels of IDOL were
observed in response to HG (p=0.8797) (Figure 5B).
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Figure 4: Effects of HG and LG+HM on the half-life of the LDL
receptor protein in C3A cells. (A) Dose-response study. Cells
grown in LG for 6 days were treated with increasing amounts of
cycloheximide (1 uM to 1 mM) for 24 hours. (B) Time-course
study. Cells grown in LG for 6 days were treated with 100 uM of
cycloheximide for increasing times. Controls refer to samples from
cells in LG not treated with cycloheximide. Typical Western blots
for LDL receptor are shown in both (A) and (B). Data are presented
as percentage of LDL receptor protein remaining relative to control
samples. (C) The percentage of receptor protein remaining (y axes)
was plotted against the time point (x axes), and the half-life of the
LDL receptor protein was estimated from the plot. (D) Cells grown
in LG, HG, and LG+HM for 6 days were treated with 100 pM of
cycloheximide (CH) for 0 (control) or 5 hours. Data are presented
as percentage of control mean + SEM for n=6. “a” refers to
p<0.0001, when comparing LG and LG+CH. “b” refers to p<0.0001,
when comparing LG and HG+CH. “c” refers to p=0.0014, when
comparing LG+CH and HG+CH. "d" refers to p<0.0001, when
comparing LG and LG+HM+CH. “e” refers to p=0.0024, when
comparing LG+CH and LG+HM+CH.
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Figure 5: Effects of HG and LG+HM on the protein expression of
PCSK9 and IDOL. Treatments were carried out for 6 days. (A)
Typical Western blots for PCSK9 and actin for LG and HG. PCSK9
levels (mean + SEM) in medium samples (secreted) of n=6 were
determined using ELISA. Differences between these treatments
were statistically insignificant with p=0.1504. (B) Typical Western
blots for IDOL and actin for LG and HG. (C) Data are presented as
PCSK9 protein levels (mean + SEM; n=5). Differences between
treatments were statistically insignificant with p=0.4879 for HG and
p=0.821 for LG+HM. (D) Data are presented as IDOL protein
levels (mean + SEM; n=5). Differences between treatments were
statistically insignificant with p=0.7258 for HG and p=0.1869 for
LG+HM.

Similar results were obtained in the presence of LG+HM (Figure.
5C for PCSK9; Figure. 5D for IDOL). Since the degradation of the LDL
receptor protein is increased in the presence of HG and LG+HM, it
could be possible that the osmotic stress induced by glucose or
mannitol might enhance the activity of PCSK9 and/or IDOL without
affecting their overall protein expression levels. Another possibility
could be that an additional, still unknown, regulator of LDL receptor
protein degradation, working downstream of PCSK9 and/or IDOL, is
enhanced in response tothe treatments. It is important to point out
that the mRNA expression of these degraders was also unaffected by
the treatments (p=0.1956 for PCSK9; p=0.2521 for IDOL; data not
shown) supporting the possibility that could be another degrader for
the LDL receptor. Further studiesare required to investigate this.

The LDL receptor removes LDL from the circulation through the
pathway known as cycling of the LDL receptor. This is the same cycle
that leads to degradation of receptors and replacement of degraded
LDL receptor molecules with newly synthesized receptors. Thus, an
induction in receptor protein synthesis (Figure 3) and degradation
(Figure 4) could be a consequence of increased cycling (function) of
the LDL receptor. To determine whether HG and LG+HM were able
to increase the function of the LDL receptor, bodipy-LDL
internalization studies were carried. As expected, treating with both
HG and LG+HM for 24 hours caused a significant induction (1.66-
and 1.91-fold, respectively) in the internalization of bodipy-LDL
(Figure 6A; p=0.0023 for HG; p=0.0035 for LG+HM). Interestingly,
adding C7 anti-LDL receptor antibody before exposing cells to bodipy-
LDL prevented (p=0.0019) the HG-dependent increase in LDL
internalization (Figure 6B). These results clearly indicate that the
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internalization of bodipy-LDL in response to HG was mediated by the
LDL receptor.
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Figure 6: Effects of HG and LG+HM on the function of the LDL
receptor. Treatments were carried out for 24 hours. (A&B) Labeling
with bodipy-LDL and analysis by flow cytometrywere carried out as
described in Methods. Data were expressed as fluorescence units
(mean + SEM). (A) n=6 for LG and HG and n=3 for LG+HM. (B)
n=3 for all treatments. “a” refers to p=0.0623, when comparing LG
and HG. “b” refers to p=0.8701, when comparing LG and HG (C7

ab). “c” refers to p=0.0019, when comparing HG and HG (C7 ab).

To determine whether this increase in LDL internalization in
response to HG and LG+HM was not due to an increase in the
number of LDL receptors that were present at the plasma membrane,
biotinylation studies were carried out. As shown in Figure 7A and
Figure 7B, there was no significant difference in the amount of LDL
receptor protein present at the plasma membrane (PM; p=0.3506) or
intracellularly (IC; p=0.3948) under LG and HG. Similar results were
obtained when non-permeabilized LG and HG treated cells were
probed with the C7 anti-LDL receptor antibody followed by anti-
mouse alexafluor 488 (data not shown; p=0.9756 for n=4). Once again,
these findings were confirmed in the presence of LG+HM. These data
suggested that the increase in LDL internalization as a result of HG
and LG+HM was due to an increase in cycling (function) of the LDL
receptor. It is important to point out that the effects on LDL receptor
cycling reported herein differ from a previous study demonstrating
that incubating cells in hypertonic medium (induced by
supplementing with 0.45M sucrose) prevents LDL internalization via
the receptor [27]. One possible explanation for this discrepancy could
be that highest osmotic pressure of our treatments (0.706 atm for HG)
was significantly lower than the osmotic pressure induced by 0.45M
sucrose (IT = 11.447 atm) [27].

Conclusions

In summary, growing human hepatocyte-like C3A cells in MITO+
medium supplemented with an osmotic stressor (extra glucose,
mannitol, or L-glucose; data not shown for L-glucose) resulted in a
reduction in LDL receptor mRNA expression without significantly
affecting steady- state or plasma membrane levels of receptor protein.
Unexpectedly, LDL receptor protein degradation was increased in
response to the treatments without a significant change on PCSK9 or
IDOL protein levels, the two proteins know to be involved in the
degradation of the LDL receptor. The low levels in receptor mRNA
expression and the increased LDL receptor protein degradation were
compensated by a striking increase in receptor protein synthesis. HG
and LG+HM also raised the rate of LDL internalization in a receptor
dependent manner suggesting that the increases in receptor protein
synthesis and degradation rates were the result of increased cycling

(function) of the LDL receptor. In diabetes, any osmotic stress induced
by hyperglycemia may be able to directly modulate the expression and
function of the LDL receptor via transcriptional and post-
transcriptional mechanisms. However, further studies are required to
determine how other factors found in diabetic patients, such as high
cholesterol and/or high fatty acid levels, influence the hyperglycemic-
dependent effects on the LDL receptor expression/function.
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Figure 7: Effects of HG and LG+HM on plasma membrane LDL
receptor. Treatments were carried out for 6 days. (A) Biotinylated
LDL receptor proteins were immunoprecipitated (IP) with
streptavidin-magnetic beads (SA-MB) and then analyzed by
Western blotting (WB) using a LDL receptor specific antibody
(LDLR ab) [Method #1; see (C)]. Typical Western blots for
biotinylated (plasma membrane; PM) and non-biotinylated
(intracellular; IC) LDL receptor for LG and HG are shown. (B) Data
(mean + SEM) are from n=3 per treatment condition for samples
immunoprecipitated and analyzed as described in (A). “d” refers to
p=0.3506, when comparing PM-LG and PM-HG. “e” refers to
p=0.3948, when comparing IC-LG and IC-HG. (C) Biotinylated
(plasma membrane) LDL receptor levels were measured using two
different methods. Data (mean + SEM) are from n=3 per treatment
condition. Differences between treatments were statistically
insignificant with p=0.268 for method #1 and p=0.609 for method
#2."A/G-MB" refers to protein A/G-magnetic beads.

References

1. American Diabetes Association. Standards of medical care in
diabetes-2011. Diabetes Care 2011;34(Suppl. 1):S11-S61. Diabetes Care
34: e53.

Cell Dev Biol
ISSN:2168-9296 CDB an open access journal

Volume 3 « Issue 3 « 1000147


http://www.ncbi.nlm.nih.gov/pubmed/21525493
http://www.ncbi.nlm.nih.gov/pubmed/21525493
http://www.ncbi.nlm.nih.gov/pubmed/21525493

Citation:

Wooten CJ, Fakayode A, Adcock AF, Davis KM, King RS, et al (2014) Osmotic Stress Modulates the Expression and Function of the

Human LDL Receptor. Cell Dev Biol 3: 147. doi:10.4172/2168-9296.1000147

Page 8 of 8

10.

11.

12.

13.

14.

15.

16.

Hansson GK (2005) Inflammation, atherosclerosis, and coronary artery
disease. N Engl ] Med 352: 1685-1695.

Rosamond W, Flegal K, Friday G, Furie K, Go A,s et al. (2007) American
Heart Association Statistics Committee and Stroke Statistics
Subcommittee, Heart disease and stroke statistics-2007 update: a report
from the American Heart Association Statistics Committee and Stroke
Statistics Subcommittee. Circulation 115 : e69-e171.

Gleissner CA, Galkina E, Nadler JL, Ley K (2007) Mechanisms by which
diabetes increases cardiovascular disease. Drug Discov Today Dis Mech
4:131-140.

Stirban AO1, Tschoepe D (2008) Cardiovascular complications in
diabetes: targets and interventions. Diabetes Care 31 Suppl 2: $215-221.
Erdmann E (2005) Diabetes and cardiovascular risk markers. Curr Med
Res Opin 21 Suppl 1: S21-28.

Rosenson RS (2005) Assessing risk across the spectrum of patients with
the metabolic syndrome. Am J Cardiol 96: 8E-10E.

Verges B (2001) Insulin sensitiviy and lipids. Diabetes Metab 27: 223-227.

Verges B (2010) Abnormal hepatic apolipoprotein B metabolism in type
2 diabetes. Atherosclerosis 211: 353-360.

Wade DP1, Knight BL, Soutar AK (1989) Regulation of low-density-
lipoprotein-receptor mRNA by insulin in human hepatomaHep G2 cells.
Eur ] Biochem 181: 727-731.

Duvillard L, Florentin E, Lizard G, Petit JM, Galland F, et al. (2003) Cell
surface expression of LDL receptor is decreased in type 2 diabetic
patients and is normalized by insulin therapy. Diabetes Care 26:
1540-1544.

Calles-Escandon J1, Cipolla M (2001) Diabetes and endothelial
dysfunction: a clinical perspective. Endocr Rev 22: 36-52.

Wooten CJ, Adcock AF, Agina-Obu DI, Lopez D (2014) Having excess
levels of PCSK9 is not sufficient to induce complex formation between
PCSK9 and the LDL receptor. Archives of Biochemistry and Biophysics
545C:124-132.

Schefe JH, Lehmann KE, Buschmann IR, Unger T, Funke-Kaiser H
(2006) Quantitative real-time RT-PCR data analysis: current concepts
and the novel “gene expression’s CT difference” formula. Journal of
Molecular Medicine 84: 901-910.

Amiji MM, Sandmann BJ (2002) Applied Physical Pharmacy. McGraw-
Hill Professional pp. 54-57.

Groskreutz DJ, Babor EC, Monick MM, Varga SM, Hunninghake GW
(2010) Respiratory syncytial virus limits alpha subunit of eukaryotic
translation initiation factor 2 (eIF2alpha) phosphorylation to maintain
translation and viral replication. ] BiolChem 285: 24023-24031.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

Liu K, Yang PY, Na Z, Yao SQ (2011) Dynamic monitoring of newly
synthesized proteomes: up-regulation of myristoylated protein kinase A
during butyric acid induced apoptosis. AngewandteChemie International
Edition England 50:6776-6781.

Schneider W], Beisiegel U, Goldstein JL, Brown MS (1982) Purification
of the low density lipoprotein receptor, an acidic glycoprotein of 164,000
molecular weight. Journal of Biological Chemistry 257: 2664-2673.

Kelly JH, Sussman NL (2000) A fluorescent cell-based assay for
cytochrome P-450 isozyme 1A2 induction and inhibition. J Biomol
Screen 5: 249-254.

Kuo YT, Lin TH, Chen WL, Lee HM (2012) Alpha-lipoic acid induces
adipose triglyceride lipase expression and decreases intracellular lipid
accumulation in HepG2 cells. European Journal of Pharmacology 692:
10-18.

Hwang YP, Choi JH, Kim HG, Khanal T, Song GY, et al. (2013)
Saponins, especially platycodin D, from Platycodongrandiflorum
modulate hepatic lipogenesis in high-fat diet-fed rats and high glucose-
exposed HepG2 cells. Toxicology and Applied Pharmacology
267:174-183.

Chandrasekaran K, Swaminathan K, Chatterjee S, Dey A (2010)
Apoptosis in HepG2 cells exposed to high glucose. Toxicol In Vitro 24:
387-396.

Zhang DW, Lagace TA, Garuti R, Zhao Z, McDonald M, et al. (2007)
Binding of proproteinconvertasesubtilisin/kexin type 9 to epidermal
growth factor-like repeat A of low density lipoprotein receptor decreases
receptorrecycling and increases degradation. Journal of Biological
Chemistry 282: 18602-18612.

Zhang DW, Garuti R, Tang W], Cohen JC, Hobbs HH (2008) Structural
requirements for PCSK9-mediated degradation of the low-density
lipoprotein receptor. Proceedings of the National Academy of Sciences of
the United States of America 105:13045-13050.

Sorrentino V, Scheer L, Santos A, Reits E, Bleijlevens B, et al. (2011)
Distinct functional domains contribute to degradation of the low density
lipoprotein receptor (LDLR) by the E3 ubiquitin ligase inducible
Degrader of the LDLR (IDOL). Journal of Biological Chemistry
286:30190-30199.

Calkin AC, Goult BT, Zhang L, Fairall L, Hong C, et al. (2011) FERM-
dependent E3 ligase recognition is a conserved mechanism for targeted
degradation of lipoprotein receptors. Proceedings of the National
Academy of Sciences of the United States of America 108: 20107-20112.
Heuser JE, Anderson RG (1989) Hypertonic media inhibit receptor-
mediated endocytosis by blocking clathrin-coated pit formation. J Cell
Biol 108: 389-400.

Cell Dev Biol
ISSN:2168-9296 CDB an open access journal

Volume 3 « Issue 3 « 1000147


http://www.ncbi.nlm.nih.gov/pubmed/15843671
http://www.ncbi.nlm.nih.gov/pubmed/15843671
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fcirc.ahajournals.org%2Fcontent%2F115%2F5%2Fe69.full&ei=IzkEVJ_YPJOWuATuq4KoCA&usg=AFQjCNExz2fgZPOJsd9KyzrhB_ICB-oU9g&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fcirc.ahajournals.org%2Fcontent%2F115%2F5%2Fe69.full&ei=IzkEVJ_YPJOWuATuq4KoCA&usg=AFQjCNExz2fgZPOJsd9KyzrhB_ICB-oU9g&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fcirc.ahajournals.org%2Fcontent%2F115%2F5%2Fe69.full&ei=IzkEVJ_YPJOWuATuq4KoCA&usg=AFQjCNExz2fgZPOJsd9KyzrhB_ICB-oU9g&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fcirc.ahajournals.org%2Fcontent%2F115%2F5%2Fe69.full&ei=IzkEVJ_YPJOWuATuq4KoCA&usg=AFQjCNExz2fgZPOJsd9KyzrhB_ICB-oU9g&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fcirc.ahajournals.org%2Fcontent%2F115%2F5%2Fe69.full&ei=IzkEVJ_YPJOWuATuq4KoCA&usg=AFQjCNExz2fgZPOJsd9KyzrhB_ICB-oU9g&bvm=bv.74115972,d.c2E&cad=rja
http://www.ncbi.nlm.nih.gov/pubmed/18695749
http://www.ncbi.nlm.nih.gov/pubmed/18695749
http://www.ncbi.nlm.nih.gov/pubmed/18695749
http://www.ncbi.nlm.nih.gov/pubmed/18227488
http://www.ncbi.nlm.nih.gov/pubmed/18227488
http://www.ncbi.nlm.nih.gov/pubmed/15811196
http://www.ncbi.nlm.nih.gov/pubmed/15811196
http://www.ncbi.nlm.nih.gov/pubmed/16098836
http://www.ncbi.nlm.nih.gov/pubmed/16098836
http://www.ncbi.nlm.nih.gov/pubmed/11452214
http://www.ncbi.nlm.nih.gov/pubmed/20189175
http://www.ncbi.nlm.nih.gov/pubmed/20189175
http://www.ncbi.nlm.nih.gov/pubmed/2471639
http://www.ncbi.nlm.nih.gov/pubmed/2471639
http://www.ncbi.nlm.nih.gov/pubmed/2471639
http://www.ncbi.nlm.nih.gov/pubmed/12716819
http://www.ncbi.nlm.nih.gov/pubmed/12716819
http://www.ncbi.nlm.nih.gov/pubmed/12716819
http://www.ncbi.nlm.nih.gov/pubmed/12716819
http://www.ncbi.nlm.nih.gov/pubmed/11159815
http://www.ncbi.nlm.nih.gov/pubmed/11159815
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F24486405&ei=ljkEVJmNAdC_uASHyIHoBw&usg=AFQjCNGESTbEONID7CQmuTtXSeaNHSibyg&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F24486405&ei=ljkEVJmNAdC_uASHyIHoBw&usg=AFQjCNGESTbEONID7CQmuTtXSeaNHSibyg&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F24486405&ei=ljkEVJmNAdC_uASHyIHoBw&usg=AFQjCNGESTbEONID7CQmuTtXSeaNHSibyg&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F24486405&ei=ljkEVJmNAdC_uASHyIHoBw&usg=AFQjCNGESTbEONID7CQmuTtXSeaNHSibyg&bvm=bv.74115972,d.c2E&cad=rja
http://gene-quantification.com/schefe-delta-cp-2006.pdf
http://gene-quantification.com/schefe-delta-cp-2006.pdf
http://gene-quantification.com/schefe-delta-cp-2006.pdf
http://gene-quantification.com/schefe-delta-cp-2006.pdf
http://www.ncbi.nlm.nih.gov/pubmed/20519500
http://www.ncbi.nlm.nih.gov/pubmed/20519500
http://www.ncbi.nlm.nih.gov/pubmed/20519500
http://www.ncbi.nlm.nih.gov/pubmed/20519500
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CCAQFjAA&url=http%3A%2F%2Fonlinelibrary.wiley.com%2Fdoi%2F10.1002%2Fanie.201102542%2Fabstract&ei=TjoEVOHpDs-wuASYmoDgAQ&usg=AFQjCNFpYQyz_s-oNlxJX5K27TYcT0N-aA&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CCAQFjAA&url=http%3A%2F%2Fonlinelibrary.wiley.com%2Fdoi%2F10.1002%2Fanie.201102542%2Fabstract&ei=TjoEVOHpDs-wuASYmoDgAQ&usg=AFQjCNFpYQyz_s-oNlxJX5K27TYcT0N-aA&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CCAQFjAA&url=http%3A%2F%2Fonlinelibrary.wiley.com%2Fdoi%2F10.1002%2Fanie.201102542%2Fabstract&ei=TjoEVOHpDs-wuASYmoDgAQ&usg=AFQjCNFpYQyz_s-oNlxJX5K27TYcT0N-aA&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CCAQFjAA&url=http%3A%2F%2Fonlinelibrary.wiley.com%2Fdoi%2F10.1002%2Fanie.201102542%2Fabstract&ei=TjoEVOHpDs-wuASYmoDgAQ&usg=AFQjCNFpYQyz_s-oNlxJX5K27TYcT0N-aA&bvm=bv.74115972,d.c2E&cad=rja
http://www.jbc.org/content/257/5/2664.full.pdf
http://www.jbc.org/content/257/5/2664.full.pdf
http://www.jbc.org/content/257/5/2664.full.pdf
http://www.ncbi.nlm.nih.gov/pubmed/10992045
http://www.ncbi.nlm.nih.gov/pubmed/10992045
http://www.ncbi.nlm.nih.gov/pubmed/10992045
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CCEQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F22819708&ei=8ToEVKW-E42UuASw5YKYAg&usg=AFQjCNH3PTcmYodTe6MIvUr7MFRKUEL8dw&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CCEQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F22819708&ei=8ToEVKW-E42UuASw5YKYAg&usg=AFQjCNH3PTcmYodTe6MIvUr7MFRKUEL8dw&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CCEQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F22819708&ei=8ToEVKW-E42UuASw5YKYAg&usg=AFQjCNH3PTcmYodTe6MIvUr7MFRKUEL8dw&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CCEQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F22819708&ei=8ToEVKW-E42UuASw5YKYAg&usg=AFQjCNH3PTcmYodTe6MIvUr7MFRKUEL8dw&bvm=bv.74115972,d.c2E&cad=rja
http://www.ncbi.nlm.nih.gov/pubmed/23319015
http://www.ncbi.nlm.nih.gov/pubmed/23319015
http://www.ncbi.nlm.nih.gov/pubmed/23319015
http://www.ncbi.nlm.nih.gov/pubmed/23319015
http://www.ncbi.nlm.nih.gov/pubmed/23319015
http://www.ncbi.nlm.nih.gov/pubmed/19892008
http://www.ncbi.nlm.nih.gov/pubmed/19892008
http://www.ncbi.nlm.nih.gov/pubmed/19892008
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CB8QFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F17452316&ei=UjwEVOLLCMG0uASRnIGgCA&usg=AFQjCNHah0moFiqfoE-5KGpJfA9xhCrUyQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CB8QFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F17452316&ei=UjwEVOLLCMG0uASRnIGgCA&usg=AFQjCNHah0moFiqfoE-5KGpJfA9xhCrUyQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CB8QFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F17452316&ei=UjwEVOLLCMG0uASRnIGgCA&usg=AFQjCNHah0moFiqfoE-5KGpJfA9xhCrUyQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CB8QFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F17452316&ei=UjwEVOLLCMG0uASRnIGgCA&usg=AFQjCNHah0moFiqfoE-5KGpJfA9xhCrUyQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CB8QFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F17452316&ei=UjwEVOLLCMG0uASRnIGgCA&usg=AFQjCNHah0moFiqfoE-5KGpJfA9xhCrUyQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2526098/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2526098/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2526098/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2526098/
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F21734303&ei=AT0EVI3qKMuxuATTtIGoAQ&usg=AFQjCNGCelKnC-64mIW4QJWbSGp5vzwXvQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F21734303&ei=AT0EVI3qKMuxuATTtIGoAQ&usg=AFQjCNGCelKnC-64mIW4QJWbSGp5vzwXvQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F21734303&ei=AT0EVI3qKMuxuATTtIGoAQ&usg=AFQjCNGCelKnC-64mIW4QJWbSGp5vzwXvQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F21734303&ei=AT0EVI3qKMuxuATTtIGoAQ&usg=AFQjCNGCelKnC-64mIW4QJWbSGp5vzwXvQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F21734303&ei=AT0EVI3qKMuxuATTtIGoAQ&usg=AFQjCNGCelKnC-64mIW4QJWbSGp5vzwXvQ&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.pnas.org%2Fcontent%2F108%2F50%2F20107.full&ei=Vj0EVPKyAsTIuAShz4D4Cw&usg=AFQjCNGD2wkMoSZz_Pwo0SapTwKOOxBgVg&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.pnas.org%2Fcontent%2F108%2F50%2F20107.full&ei=Vj0EVPKyAsTIuAShz4D4Cw&usg=AFQjCNGD2wkMoSZz_Pwo0SapTwKOOxBgVg&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.pnas.org%2Fcontent%2F108%2F50%2F20107.full&ei=Vj0EVPKyAsTIuAShz4D4Cw&usg=AFQjCNGD2wkMoSZz_Pwo0SapTwKOOxBgVg&bvm=bv.74115972,d.c2E&cad=rja
http://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&ved=0CBwQFjAA&url=http%3A%2F%2Fwww.pnas.org%2Fcontent%2F108%2F50%2F20107.full&ei=Vj0EVPKyAsTIuAShz4D4Cw&usg=AFQjCNGD2wkMoSZz_Pwo0SapTwKOOxBgVg&bvm=bv.74115972,d.c2E&cad=rja
http://www.ncbi.nlm.nih.gov/pubmed/2563728
http://www.ncbi.nlm.nih.gov/pubmed/2563728
http://www.ncbi.nlm.nih.gov/pubmed/2563728

	Contents
	Osmotic Stress Modulates the Expression and Function of the Human LDL Receptor
	Abstract
	Keywords:
	Abbreviations
	Introduction
	Materials and Methods
	C3A cell culture
	RNA preparation and quantitative real-time PCR
	Preparation of cell lysates and Western blotting analysis
	Immunofluorescence microscopy
	Tetrazolium-based colorimetric assay (MTT)
	Calculation of Osmotic Pressure
	Nascent protein synthesis studies
	Bodipy-LDL internalization studies
	Cell Surface Biotinylation studies
	Statistical analysis

	Results and Discussion
	Conclusions
	Acknowledgement
	References


